Page 1 of 7 



OIPE 



DATE: 02/19/2002 
TIME: 11:02:15 



3 
4 
5 
6 
8 
10 

C--> 12 
C--> 12 

12 
13 
15 
16 
18 
2 0 

23 
24 
2 5 
27 
28 

2 9 

3 0 
3 3 
34 
3 6 

3 8 

4 0 
42 
44 
46 
48 

5 0 

5 2 
54 
56 
58 

6 0 
62 
6 3 
64 
66 
67 
68 



NUCLEOTIDE SEQUENCES CODING FOR THE OtsA PROTEIN 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/0 5 8 , 94 5 

Input Set : A:\215482US0X.txt 
Output Set: N:\CRF3\02192002\J058945.raw 

<110> APPLICANT: HERMANN , Thomas 

WOLF, Andreas 

MORBACH, Susanne 

KRAMER, Reinhard 
<120> TITLE OF INVENTION 
<130> FILE REFERENCE: 215482US0X 

<140> CURRENT APPLICATION NUMBER: US/10/0 5 8 , 94 5 
<141> CURRENT FILING DATE: 2002-01-30 

<150> PRIOR APPLICATION NUMBER: DE 10103873.9 

<151> PRIOR FILING DATE: 2001-01-30 

<150> PRIOR APPLICATION NUMBER: DE 10110760.9 

<151> PRIOR FILING DATE: 2000-03-07 

<160> NUMBER OF SEQ ID NOS : 4 

<170> SOFTWARE: Patentln version 3.1 

<210> SEQ ID NO: 1 

<211> LENGTH: 3010 

<212> TYPE: DNA 

<213> ORGANISM: Corynebacter ium glutamicum 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: ( 8 84 ) . . ( 2 3 3 8 ) 

<223> OTHER INFORMATION: 

<400> SEQUENCE: 1 

attgcggggc ttactgcgct gatgggttct gcgttttatt acctcttcgt tgtttattta 
ggccccgtct ctgccgctgc gattgctgca acagcagttg gtttcactgg tggtttgctt 
gcccgtcgat tcttgattcc accgttgatt gtggcgattg ccggcatcac accaatgctt 
ccaggtctag caatttaccg cggaatgtac gccaccctga atgatcaaac actcatgggt 
ttcaccaaca ttgcggttgc tttagccact gcttcatcac ttgccgctgg cgtggttttg 
ggtgagtgga ttgcccgcag gctacgtcgt ccaccacgct tcaacccata ccgtgcattt 
accaaggcga atgagttctc cttccaggag gaagctgagc agaatcagcg ccggcagaga 
aaacgtccaa agactaatca gagattcggt aataaaaggt aaaaatcaac ctgcttaggc 
gtctttcgct taaatagcgt agaatatcgg gtcgatcgct tttaaacact caggaggatc 
cttgccggcc aaaatcacgg acactcgtcc caccccagaa tcccttcacg ctgttgaaga 
ggaaaccgca gccggtgccc gcaggattgt tgccacctat tctaaggact tcttcgacgg 
cgtcactttg atgtgcatgc tcggcgttga acctcagggc ctgcgttaca ccaaggtcgc 
ttctgaacac gaggaagctc agccaaagaa ggctacaaag cggactcgta aggcaccagc 
taagaaggct gctgctaaga aaacgaccaa gaagaccact aagaaaacta ctaaaaagac 
caccgcaaag aagaccacaa agaagtctta agccggatct tat atg gat gat tec 

Met Asp Asp Ser 
1 

aat age ttt gta gtt gtt get aac cgt ctg cca gtg gat atg act gtc 
Asn Ser Phe Val Val Val Ala Asn Arg Leu Pro Val Asp Met Thr Val 
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301 








325 










330 










335 




304 


Ser 


Gin Val 


Glu 


Glu 


Ala 


Val 


Gly 


Arg 


He 


Asn 


Gly Arg 


Phe 


Gly Arg 


305 






340 










345 










350 






3 08 


Met 


Gly Arg 


Pro 


Val 


Val 


His 


Tyr 


Leu 


His 


Arg 


Ser 


Leu 


Ser 


Lys 


Asn 


3 09 




355 










360 










365 








312 


Asp 


Leu Gin 


Val 


Leu 


T Y r 


Thr 


Ala 


Ala 


Asp 


Val 


Met 


Leu 


Val 


Thr 


Pro 


313 




370 








375 










380 










316 


Phe 


Lys Asp 


Gly 


Met 


Asn 


Leu 


Val 


Ala 


Lys 


Glu 


Phe 


Val 


Ala 


Asn 


His 


317 


385 








390 










395 










400 


320 


Arg 


Asp Gly 


Thr 


Gly 


Ala 


Leu 


Val 


Leu 


Ser 


Glu 


Phe 


Ala 


Gly 


Ala 


Ala 


321 








405 










410 










415 




324 


Thr 


Glu Leu 


Thr 


Gly 


Ala 


Tyr 


Leu 


Cys 


Asn 


Pro 


Phe 


Asp 


Val 


Glu 


Ser 


325 






420 










425 










430 






328 


He 


Lys Arg 


Gin 


Met 


Val 


Ala 


Ala 


Val 


His 


Asp 


Leu 


Lys 


His 


Asn 


Pro 


329 




435 










440 










445 








3 32 


Glu 


Ser Ala 


Ala 


Thr 


Arg 


Met 


Lys 


Thr 


Asn 


Ser 


Glu 


Gin 


Val 


Tyr 


Thr 


3 33 




450 








455 










460 
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His 


Asp Val 


Asn 


Val 


Trp 


Ala 


Asn 


Ser 


Phe 


Leu 


Asp 


Cys 


Leu 


Ala 


Gin 


337 


465 








470 










475 










4 80 


340 


Ser 


Gly Glu 


Asn 


Ser 
























341 








485 
























344 


<210> SEQ ID NO: 


3 
























345 


<211> LENGTH: 24 
























346 


<21 


2> TYPE: 


DNA 


























347 


<213> ORGANISM: 


Corynebacterium 


glutamicum 












349 


<400> SEQUENCE: 


3 
























350 


cacctattct 


aaggacttct tcga 
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<210> SEQ ID NO: 


4 
























354 


<211> LENGTH: 22 
























355 


<212> TYPE: 


DNA 


























356 


<213> ORGANISM: 


Corynebacterium 


glutamicum 












358 


<400> SEQUENCE: 


4 
























359 


accaaccagg 


tggaatctgt ca 
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